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Identification of the missing links in prokaryotic pentose oxidation pathways: Evidence for enzyme recruitment

Brouns, S. J. J., Walther, J., Snijders, A. P. L., de Werken, H. J. G. V., Willemen, H. L. D. M., Worm, P., de Vos, M. G. J.,
Andersson, A., Lundgren, M., Mazon, H. F. M., van den Heuvel, R. H. H., Nilsson, P., Salmon, L., de Vos, W. M., Wright,
P. C., Bernander, R. & van der Oost, J., 15-Sept-2006, In: Journal of Biological Chemistry. 281, 37, p. 27378-27388 11 p.

Reconstruction of central carbon metabolism in Sulfolobus solfataricus using a two-dimensional gel electrophoresis map,
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