University of Groningen

Engineering biological nanopores for proteomics study
Huang, Kevin
DOI:
10.33612/diss.102598418
IMPORTANT NOTE: You are advised to consult the publisher's version (publisher's PDF) if you wish to cite from
it. Please check the document version below.

Document Version
Publisher's PDF, also known as Version of record

Publication date:
2019
Link to publication in University of Groningen/UMCG research database

Citation for published version (APA):
Huang, K. (2019). Engineering biological nanopores for proteomics study. University of Groningen.
https://doi.org/10.33612/diss.102598418

Copyright
Other than for strictly personal use, it is not permitted to download or to forward/distribute the text or part of it without the consent of the
author(s) and/or copyright holder(s), unless the work is under an open content license (like Creative Commons).
Take-down policy
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately
and investigate your claim.

Downloaded from the University of Groningen/UMCG research database (Pure): http://www.rug.nl/research/portal. For technical reasons the
number of authors shown on this cover page is limited to 10 maximum.

Download date: 19-06-2021

Propositions
Belonging to the thesis

Engineering biological nanopores for proteomics study
Gang Huang

1. Nanopore technique is a sensitive single molecule tool to study biomacromolecules without labeling
in aqueous solutions. (Introduction)
2. There are three strategies to analyze a protein with nanopores: identifying peptides after enzyme
digestion of the protein, reading the individual amino acids or their modifications as the polypeptide
chain is threaded through the pore, and detection of whole proteins. (chapter 1)

3. The Electroosmotic flow in FraC nanopores can be tuned to dominate the capture of different
charged protein analytes. (Chapter 2)

4. The size of FraC nanopores can be engineered to obtain smaller pores for the detection of different
length peptides. (Chapter 3)

5. The electrical signal of peptide obtained with nanopores correlates with the peptide mass at pH 3.8,
regardless of the chemical (charge) composition of peptide. (Chapter 3)

6. It is possible to reconstitute the biological nanopores from membrane-attack complex/perforin
(MACPF) and cholesterol dependent cytolysin (CDC) superfamily (MACPF-CDC) into artificial lipid
bilayer system for large folded protein sensing. (Chapter 4)

7. “独学而无友，则孤陋而寡闻”--《礼记》. (Learning alone without exchanges with others leads to
solitary and inexperienced individuals. From < Book of Rites>, ~3rd century BC, by disciples of
Confucius and Mencius).

