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Species list:

Dd
Hs
Dm
Mm
Cp
Eh
Sp
Os
At
Sc
Ca
Af
Pf
Csp

Dictyostelium discoideum
Homo sapiens

Drosophila melanogaster
Mus musculus
Cryphonectria parasitica
Entamoeba histolytica
Schizosaccharomyces pombe
Oryza sativa

Arabidopsis thaliana
Saccharomyces cerevisiae
Candida albicans
Aspergillus fumigatus
Plasmodium falciparum
Cryptosporidium parvum

GenBank list:

DAPhLP1 gi|33331889]
HsPhLP1 gi|13642199|
DmPhLP1 gi|7294257|



MmPhLP1 gi|13879222|
MmPhd gi|13632815|
CpBDM-1 gi|6714950|
HsPhd gi|187517|
CePhLPl gi|17543862|
EhPhLP1 gnl|TIGR 5759

DAPhLP2 gi|33331891|
MmPhLP2B gi|13937367|
SpPhLP2 gi|6723900 |
MmPhLP2A gi|12835481 |
DmPhLP2 gi|7294636|
OsPhLP2 gi|9558421
AtPhLP2 gi|7573449|
ScPlp2  gi|6324856]
HsPhLP2A gi|13129044|
HsPhLP2B gi|18599461|
CaPhLP2 gnl|SDSTC 5476 |
EhPhLP2 gnl|TIGR 5759
AfPhLP2 gnl|TIGR 5085|
PEPhLP2 gnl|Sanger 36329 |

DAPhLP3 gi|33331893|

HsPhLP3 gi|13543639]

ScPlpl  gi|6320389]

K1PhLP3 gi|5531280]

AtPhLP3 gi|10177522|

DmPhLP3 gi|7299373|

CePhLP3 gi|17552020]|

MmPhLP3 gi|12833213|

CspPhLP3 gnl|CVMUMN 5807 |unfinished, fragment
AfPhLP3 gnl|TIGR_5085|



