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The authors reply:

e thank Dr. Chen (1) for his interest in our recently

published study (2) in Critical Care Medicine, and

for his comments. Unfortunately, it was unclear to
Dr. Chen (1) which cohort was used to compare the perfor-
mance (i.e., area under the curve [AUC]) of each predictive
score. The AUCs of all predictive scores were based on patients
included in the Simple Intensive Care Studies-I: that is, all con-
secutive adults acutely admitted to the ICU and expected to stay
for at least 24 hours (3). We fully agree that prognostic models
tend to perform better in the cohort in which they were devel-
oped when compared with external cohorts (4). This is a limi-
tation of our study, which we also emphasized in the discussion;
it was conducted in a single-center setting. We hope to validate
our findings in a new, comparable cohort within our center (2),
but preferably, our findings should be validated in a multicenter
external setting. However, we currently lack such data. As sug-
gested by Dr. Chen (1), we have now reconstructed the models
by recalibrating the variables used in each score. This indeed
led to better predictive performances (Fig. 1). Nevertheless, the
performance of all four models remained only reasonable.

Most important, we would like to emphasize that the aim of
our study was not to develop a new risk score to replace estab-
lished prognostic scores. We intended to assess the prognostic
value of a comprehensive clinical examination and to deter-
mine which clinical examination findings herald a worse prog-
nosis. Second, we intended to assess whether the prognostic
value of clinical examination would approach the performance
of complex models. Physicians may use and can rely on their
clinical examination to obtain a rough estimate of prognosis at
the bedside. In our view, such a rough estimation currently is
“the best available practice” in daily clinical care. This is illus-
trated by the comparison to existing complex prognostic risk
scores because they perform either worse or slightly better, but
are still far from perfect. Each patient is subjected to constant
alterations regarding their clinical status and treatment regi-
mens and neither clinical examination nor prognostic scores
can fully compensate for all these dynamic changes. Our study
showed that a single clinical examination already has reason-
able prognostic value; repeated clinical examinations might
predict the individual patient prognosis more accurately.
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Figure 1. The performance of clinical examination compared with estab-
lished prognostic scores using multivariable models to distinguish 90-d
survivors from nonsurvivors. Figure legend presents the area under the
receiver-operating curves with 98.5% CI. The Delong method was used to
compare our clinical examination model to three prognostic models com-
monly used in the intensive care. The prognostic models were recalibrated
with the variables used in each prognostic score. APACHE = acute phys-
iology and chronic health evaluation, SAPS = Simplified Acute Physiology
Score, SOFA = Sequential Organ Failure Assessment.
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